Introduction
Life science has been revolutionized by the new developed technologies which now produce an increased amount of complex data, especially influencing fields such as genomics, transcriptomics, and metagenomics. In fact, although the aims of bioinformatics were mainly devoted to the support for the analysis of biological and medical data, like the acquisition, storage, organization, and archiving of data, the recent changes in the nature of the information produced by these new emerging technologies opened new challenges. More precisely, the new needs have made the role of computer science (both theoretical and applied aspects) much more central and critical in all the bioinformatics research directions, requiring the development of new methods and approaches to analyze the new produced data. On the other hand, computational biology was focused on modelling and simulating biomedical processes and systems, with particular attention to the mathematical and computational aspects. Influenced by the advent of the developed technologies, these two disciplines are becoming more and more related each other. In order to tackle the growing complexity associated with emerging and future life science challenges, bioinformatics and computational biology researchers and developers need to explore, develop and apply novel computational concepts, methods, tools and systems. Many of these new approaches are likely to involve advanced and large-scale computing techniques, computational approaches, technologies and infrastructures such as: (i) high-performance architectures and systems (e.g., multicore, GPU); (ii) distributed computing (e.g. grid, cloud, peer-to-peer); (iii) computational simulation (mechanistic, stochastic, multi-model); (iv) algorithms (theoretical and experimental aspects); (v) applied bioinformatics (analysis pipelines, tools, applications); (vi) artificial and computational intelligence (machine learning, agents, evolutionary techniques, bio-inspired methods).
The eighth edition of the Workshop on Biomedical and Bioinformatics Challenges for Computer Science (BBC) aimed to bring together scientists in the fields of computer science, bioinformatics and computational biology to discuss the emerging and future directions in these Procedia Computer Science sidered the functions of BET proteins, epigenetic readers whose deregulation results in cancer and inflammation. The paper shows that, although BET proteins (BRD2, BRD3, BRD4 and BRDT) are globally similar, there exist subtle differences in the structural dynamics, that could be related to non-subtle functional effects. By applying multiple structural clustering methods, the paper identified representative structures of BET proteins, which are potentially useful for developing potential therapeutic agents. In the paper Parallel Tools for Simulating the Depolarization Block on a Neural Model, Salvatore Cuomo et al. presented a computational neural framework to investigate the depolarization block of a CA1 pyramidal cell of hippocampus. An efficient simulation of the framework is provided by means of parallel tools, providing an efficient model simulation.
The third session Medical Informatics Applications and Tools comprised four full papers and one oral presentation about medical application of informatics. In the first paper Using visual analytics to support the integration of expert knowledge in the design of medical models and simulations, Philippe J. Giabbanelli and Piper J. Jackson described how a Visual Analytics (VA) approach can be useful when dealing with conceptual stage medical models. Different case studies were considered and analyzed using different modelling tools (e.g., system dynamics or network modelling), hence emphasizing the relevance of such an approach for different techniques. The program co-chairs sincerely thank the Program Committee members and external Reviewers, for the time and expertise they put into the reviewing work, the ICCS organization, for providing the opportunity to arrange the BBC workshop in conjunction with the ICCS 2015 conference, and all the workshop attendees.
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